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ABSTRACT

Introduction: Uropathogenic bacteria like Escherichia coli (UPEC)
and Pseudomonas are the most common agents of Urinary Tract
Infection (UTI). Recently, the ability of UPEC to invade urothelial
cells and to form Intracellular Bacterial Communities (IBCs) has
been described which can be missed out during routine diagnosis
and can lead to recurrent infection despite antibiotic treatment.

Aim: To study the presence of ICB in exfoliated urothelial cells
using confocal microscopy.

Materials and Methods: A cross-sectional observational study
was conducted at Dr. D. Y. Patil Medical College, Hospital and
Research Centre, Pune, Maharashtra, India for detection of
Isolated Intracellular Bacteria (IIB) and IBC. The study done
for detection of IIB/IBC in urine samples suspected with UTI
between January 2022 to December 2022. Four hundred ninety-
five urine samples collected from women of age group 18-50
years visited at Central laboratory for suspected diagnosis
of UTI. Urine samples were screened for detection of Gram-
negative intracellular bacteria by using light microscopy. Urine
samples showing intracellular gram-negative bacteria by Gram
staining were further processed for fluorescence confocal
microscopy followed by conventional culture and virulence

detection by multiplex Polymerase Chain Reaction (PCR).
Formation of biofilm ability was assessed by tube method.
Quantitative data presented as mean and Standard Deviation (SD)
while qualitative variables expressed as frequency (percentage).

Results: Ninety-two Gram negative urine samples were
processed for fluorescence staining and culture, out of that
24 were processed for virulence gene detection. Mean age of
women was 36.2+9.5 years and 74 (80.4%) had fever, 19 (20.7 %)
had burning sensation and 16 (17.4%) had frequent micturition.
Confocal microscopy examination showed 23 (25.0%) samples
which were [IB and 11 (12.0%) were IBC. While the culture report
showed 23 (25.0%) were E. coli, 29 (31.5%) were polymicrobial
flora and 29 (31.05%) were negative for culture. Interestingly,
out of 29 culture negative samples 9 (3.1%) were detected with
IIB and IBC by confocal microscopy. Prevalence of virulent
genes like iutA was higher 12 (50.0%).

Conclusion: This study highlighted the importance of confocal
microscopy for diagnosis of IIB/IBC which was missed by
urine culture. Unrecognised bacterial colonisation might be
maintained through intracellular reservoir. Hence diagnosis
of 1IB/IBC is crucial for the management of recurrent UTI and
precise antibiotic therapy to avoid antibiotic resistance.
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INTRODUCTION

The UTls are a prevalent bacterial infection across all ages,
particularly common in females due to anatomical factors such as
a shorter urethra, its proximity to the anal canal, and the impact of
sexual activity [1]. While Escherichia coli (E. coli) is the most frequent
culprit and other gram-negative bacteria including Pseudomonas,
are implicated in UTls [2]. The pathogenicity of these uropathogens
in UTls is contingent upon the presence of various virulence factors,
including adhesins, capsules, siderophores, toxins. B invade
urothelium and form IBCs within the bladder epithelium mimicking
biofilm-like structures [2]. Females are at a heightened risk of
recurrent UTls within six months to a year following appropriate
treatment of the initial infection and subsequent negative urine
cultures. Over half of all recurrent episodes of acute uncomplicated
cystitis are attributed to the same bacterial strain responsible
for the initial infection [3]. These recurrences significantly inflate
healthcare costs and diminish quality of life. Recurrences may be
due to reinoculation of the bladder lumen by an uropathogenic
strain persisting in the periurethral or faecal flora following a previous
UTI [4]. Uropathogenic bacteria can establish an intracellular niche
within the bladder, facilitated by Type 1 pili that enable binding and
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invasion of bladder urothelial cells. This pathway aids in replication
and the formation of IBCs with biofilm-like properties [4].

The IBC are transient and often adopt a filamentous morphology,
enabling evasion of neutrophil engulfment and facilitating re-
invasion in the urothelium. During infection, exfoliated urothelial cells
are expelled into the urine, allowing bacteria to persist for weeks,
shielded from antibiotics and the host immune system. Epithelial
turnover may trigger quiescent bacteria to revert to an actively
replicative form, resulting in recurrent bacteriuria [5]. However,
recurrent or culture negative, undiagnosed UTI with 1IB/IBC may
lead to chronic cystitis [5]. Identifying intracellular bacteria alongside
assessing their virulence genes is crucial for comprehending the
pathophysiology of UTls. These bacteria, resistant to antibiotics,
contribute to recurring infections, posing challenges in treatment.

Antibiotic resistance is a global challenge, so to identify recurrent UTI
with the uropathogenic strain is essential for precise treatment of UTI.
Intracellular Gram-negative bacteria like E. coli and Pseudomonas
forms biofim like structures and become resistant for treatment.
Recently, few studies demonstrated the use of confocal microscopy
for detection of IIB/IBC in urine samples suspected with UTI, Rosen
DA et al., detected almost 50% of IBC/IIB by confocal microscopy



Bhagyashri Patil-Takbhate et al., Confocal Microscopy for Intracellular Bacteria

which was missed by light microscopy [3]. Confocal microscopy is
a high-resolution fluorescence imaging and sensitive technique in
which laser light is focused to a diffraction limited spot at a specific
depth within the sample [6].

Uropathogenic bacteria like E. coli and Pseudomonas are commonly
forming IBCs in urothelium, can be missed out during routine
diagnosis and lead to recurrent infection despite antibiotic treatment.
Present study aimed to demonstrate the use of confocal microscopy
for detection of IIB/IBC missed by routine culture method.

MATERIALS AND METHODS

This was a cross-sectional observational study done for detection
of IIB/IBC in urine samples suspected with UTI. The urine samples
were obtained from women who visited for diagnosis of UTI at
Central Laboratory of Dr. D. Y. Patil Medical College, Hospital and
Research Centre, Pune, Maharashtra, India between January 2022
to December 2022.

The study was approved by the Institutional Ethics Committee (Ref.
No. DYPV/EC/46/18) and informed consent was obtained from all
the participants.

Inclusion criteria: Women aged 18-50 years who visited for
diagnosis of UTl and not receiving antibiotic treatment were included
in the study.

Exclusion criteria: WWomen below 18 and above 50 years, women
who have taken antibiotic, women having chronic renal complications
and not willing to participate were excluded from the study.

Study Procedure

Four hundred ninety-five urine samples were collected from women
of age group 18-50 years. Their demographic information, clinical
symptoms, and history of recurrence of UTl were recorded.
Samples were collected for a fixed duration of one year. The single
time point random urine sample was collected prior to antibiotic
treatment as per the standard collection protocol and immediately
processed for routine microscopy using Gram and Giemsa staining
followed by conventional culture using Cystine-Lactose-Electrolyte-
Deficient agar (CLED) medium and biochemical tests like Indole,
Methyl Red, Voges Proskauer, Citrate and motility test were done
for lactose fermenting pink colonies of E. coli for confirmation. As
shown in [Table/Fig-1], 149 urine samples detected with gram
negative rods, out of that 92 were processed forimmunofluorescence
staining by confocal microscopy [7]. From these 92 samples,
24 culture positive urine samples were further examined for virulence
factors using real-time PCR, and their biofilm-forming ability was
assessed using the tube method [8]. One hundred seven urine
samples detected with yeasts and 16 samples with polymicrobial
flora were excluded from confocal analysis.

(n=495)
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[Table/Fig-1]: Urine sample selection criteria for detection of intracellular bacteria
by Confocal Microscopy.
UTI: Urinary tract infection; CLSM: Confocal laser scanning microscopy; PCR: Polymerase chain

reaction
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Detection of Intracellular Bacteria

Four hundred and ninety-five samples processed for light microscopy.
Random urine sample of volume 1 to 5 mL were centrifuged at a
speed of 2000 rpm for a duration of 10 minutes using Eppendorf
5810 R centrifuge [9,10]. The sediment obtained postcentrifugation
was employed for Gram and Giemsa staining, which aids in the
identification of gram-negative bacteria residing within urothelial cells,
as observed under light microscopy [11]. The remaining sediment
was promptly fixed using a 4% formaldehyde solution. Following
a rinse with Phosphate Buffered Saline (PBS), the sediment was
placed on a Poly-I-lysine coated glass slide for fluorescent staining.
Concurrently, the same sample was processed for routine culture
using CLED medium [12].

Under light microscopy, the heat-fixed slides with sediment were
stained using the Gram and Giemsa methods and examined under a
light microscope (Lawrence Mayo). The presence of Gram-negative
rods and filamentous forms was observed with Gram staining, while
Giemsa staining was used to observe darkly stained urothelial cells
for potential intracellular communities. Samples demonstrating
the presence of intracellular bacteria were further processed for
fluorescence staining [13].

In the confocal microscopy, the formalin-fixed cell deposit was
placed on a Poly-I-lysine coated glass slide (Rohem double frosted
slides). After a PBS wash, the slides were stained with Wheat Germ
Agglutinin (WGA) Alexa fluor™ 350 (5.0 ug/mL) and Uroplakin |l
(1/50) for 15 minutes in a dark room at ambient temperature. Cell
permeabilisation was then performed using 0.3% Triton-X 100 for
15 minutes. The slides were subsequently washed with PBS and
incubated with an E. coli antibody coupled to FITC (Abcam) (1/50)
and Uroplakin lll (Santa Cruz Biotechnology) primary antibody for
one hour at room temperature. The slides were then washed with
PBS for 15 minutes and incubated with a goat antimouse secondary
Uroplakin Il antibody (1/200) and WGA (1/100) for 30 minutes.
After staining, the slides were mounted with 10 pL of ultra-Cruz
mounting medium [13].

Pseudomonas were also identified using Gram staining and
confirmed by conventional culture using CLED medium and
biochemical reactions like Voges Proskauer, indole, and methyl
red tests, oxidase and catalase test. Non lactose fermenting
colorless colonies of Pseudomonas showing negative Voges
Proskauer, indole, and methyl red, but oxidase, catalase positive,
and motility test positive were further processed for fluorescence
staining. For confocal microscopy, a similar staining protocol was
employed for the detection of Pseudomonas in urothelial cells
using an anti-Pseudomonas antibody (1/50) from Thermo Fisher
Scientific. Acquisition was performed with a confocal laser scanning
microscope 710 (Zeiss) using 405 nm diode laser (350/460), 488 nm
Argon laser (488/520), and 561 nm diode laser lines (543/797).
Z stacks were acquired using a step size of 0.3 um and a pixel
size of 1024x1024 in the x-y plane. Fiji software was utilised for
the analysis of the images [13].

Biofilm Detection by Tube Method

For the detection of biofilm, the tube method was employed. A urine
sample demonstrating the presence of intracellular bacteria was
inoculated in 1 mL of Trypticase soya broth in polystyrene tubes and
incubated for 24 hours at 37° Celsius. After overnight incubation,
the turbid broth was discarded to remove planktonic growth, and
the tubes are rinsed twice with PBS. After washing, the tubes were
stained with methylene blue for one hour [14] then rinsed twice
with PBS, air-dried overnight in an inverted position, and observed
for biofilm on the walls as well as bottom of the tube [14].

Virulence Genes Assessment by Multiplex PCR
Urine samples showing Gram negative rods were cultured on CLED
medium and pink colonies were gram stained and biochemical
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tests like Indole, Methyl Red, Voges Proskauer, Citrate and motility
test were done for confirmation. Multiplex PCR was done for E. coli
iutA gene, papC gene, cnfl gene and hlyA gene. Invitrogen DNAZoI
ready-to-use reagent was used for the isolation of genomic DNA
(Invitrogen™ DNAzol™ Reagent, for isolation of genomic DNA from
solid and liquid samples Catalog number10503027) (Genomic DNA
Isolation Reagent, Invitrogen) [15]. Primers ulmastermix® used for a
full reaction of 100 pL master mix at concentration of 100 picomoles
for each primer using Invitrogen green master mix system and
Invitrogen Red Taq polymerase 3U for a full reaction of 100 pL, final
volume of each full reaction was made up using Ambion Nuclease
free water. Thermal cycler was programmed for initial denaturation
at 94°C for two minutes followed by 35 cycles of denaturation at
94°C for one minute. Primer annealing at 55°C for one minute,
primer extension at 72°C for two minute and final elongation at
72°C for five minutes, at 4°C. After PCR all tubes were stored
at- 20°C until electrophoresis. Agarose gel electrophoresis was
done using Invitrogen ThermoFisher molecular biology reagents.
Invitrogen low EEO agarose, ThermoFisher TAE buffer, Invitrogen
100 bp DNA ladder plus, ThermoFisher 6Xloading dye, HI Media
EtBr400 ng/pL concentration in 2% agarose gel run for one hour at
100 volts. DNA bands were visualised on 312 nm filter followed by
Gel documentation and report preparation.

STATISTICAL ANALYSIS

Statistical analysis was conducted using MS Excel and IBM
Statistical Package for the Social Sciences (SPSS) version 27.0.
Quantitative data presented as mean and SD while qualitative
variables expressed as frequency (percentage).

RESULTS

A total of 495 urine samples were screened for diagnosis of UTI, on
Gram staining 149 samples observed with Gram negative bacteria.
Based on morphology, 92 samples with thin gram-negative rods
were processed for confocal microscopy while gram negative cocci
and fungal elements were excluded. Demographics like age and
clinical symptoms related to UTI are represented in [Table/Fig-2].

Women diagnosed with UTI N=92
Age (years)* 36.2+9.5
Symptoms n (%)

Backache 1(1.1)
Burning sensation during micturition 19 (20.7)
Frequent micturition 16 (17.4)
Lower abdominal pain 11 (12.0)
Fever 74 (80.4)
No symptoms 45 (48.9)
Recurrent infection 47 (561.1)

[Table/Fig-2]: Demographic and symptoms in women diagnosed with UTI.

Age *noted as mean (+SD), and frequencies are represented as percentages

On gram staining 149 (30.1%) samples were detected with Gram-
negative rods. Based on bacterial morphology only 92 samples
were studied for detection of IBC by using confocal microscopy
and the remaining 57 samples were excluded because of different
morphology. Detailed bacterial profile by confocal microscopy is
presented in [Table/Fig-3].

Urine bacterial profile (n=92) N (%)
IBC E. coli 11(12.0)
Extracellular E. coli 4 (4.3)
Extracellular Pseudomonas 3(3.9)
Filamentous Pseudomonas 1(1.1)
IBC of Pseudomonas 3(3.3)
IIB E. coli 23 (25.0)
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1IB Pseudomonas 7 (7.6%)

40 (43.5)

Negative for E. coli and Pseudomonas

[Table/Fig-3]: Urine bacterial profile detected by confocal microscopy.

IIB: Isolated intracellular bacteria; IBC: Intracellular bacterial community

Out of 92 urine samples, 23 (25%) were detected with IIB E.coli,
followed by 11 (12.0%) IBC E.coli, while 1 (1.1%) sample detected
with filamentous Pseudomonas and 40 (43.5%) samples were
negative [Table/Fig-4]. Light microscopy using Gram and Giemsa
stain were shown in [Table/Fig-5].

Urine microbial flora (n=92) N (%)
E. coli 23 (25.0)
Enterococcus 1(1.1)
Klebsiella 6 (6.5
Polymicrobial flora 29 (31.5)
Pseudomonas 4 (4.3)
Culture negative 29 (31.5)

[Table/Fig-5]: Observations under light microscopy, arrows indicating: a) Giemsa
staining - darkly stained urothelial cells suggestive of IBCs; b,c) Gram staining
showing 11Bs; d) Showing urothelial cells surrounded by bacteria using 100x oil
immersion objective that is 1000x magnification for all above images.

Under confocal microscopy merged images showed communities
of bacteria within exfoliated urine facet cells [Table/Fig-6]. The
distribution of fluorescent staining was observed with profiles of
fluorescent intensity along lines drawn through the middle of IBCs.
Higher peaks of uroplakin staining observed in IBCs.

The 92 samples were processed for urine culture and the percentage
of polymicrobial flora was higher 29 (31.5%) as compared to E. coli
23 (25.0%) while 29 (31.5%) urine samples were culture negative.
On further analysis of 29 culture negative urine samples, nine
samples were detected with 1IB/IBC by confocal microscopy. UPEC
strains of IIB/IBC represented in [Table/Fig-7].

Also, their clinical symptoms of UTI are represented in [Table Fig-8].

Biofilm formation was observed in nine urine samples and was
confirmed using tube method [Table/Fig-9].

Detection of virulence gene by PCR: For the detection of UPEC,
24 urine samples were selected that were positive for E. coli by
culture and confocal microscopy were processed for virulence
gene detection by PCR. A total of 12 (50.0%) isolates were
detected with iutA gene, 3 (12.5%) isolates detected with both iutA
and papC gene, while 1 (4.1%) isolate detected with only papC
[Table/Fig-10Q].
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[Table/Fig-6]: Confocal Microscopy observations. a,c,d) Showing IIBs stained with
FITC green, UPIIl stained cytoplasm red and Alexa Fluor 350 stained cell membrane
as blue; b) Showing filamentous Pseudomonas using Plan-Apochromat 63x/1.4 oil
immersion objective for all the above images.

Confocal microscopy examination n(%)

20(69.0%)

“

m |IB E. coli
m IBC Pseudomonas

w Extracellular Pseudomonas

Negative of E. coli and Pseudomonas

[Table/Fig-7]: Detection of IIB/IBC in culture negative urine samples (n=29).

Clinical symptoms n (%)

Fever 20 (69)
Burning sensation 7 (24.1)
Backache 1(3.4)
Recurrent UTI 8 (27.6)

[Table/Fig-8]: Clinical symptoms of UTI in women who were detected culture

negative (N=29).

DISCUSSION

The UTl is one of the most common bacterial infections and more
prevalent in females with incidence rate 50-fold higher among
age group of 20-50 years as compared to males [16]. In India
the prevalence of UTI in women of reproductive age group is
documented to be 49.3% [16,17]. The majority of uncomplicated
UTI are community acquired and 80-90% of them were caused
by UPEC and other Gram-negative bacteria like Klebsiella and
Pseudomonas [18,19], present study observed 25% E. coli and
4.3% Pseudomonas. Previously, UTI was typically considered
an extracellular infection, but many human and animal studies
demonstrated that IIB like E. coli and other gram-negative bacteria
including Pseudomonas have the ability to invade urothelium to form
IBC. Hence, IBCs are difficult to detect in urine culture. Also, easily
escape from host immune mechanism and antibiotic treatment
lead to recurrent UTI [16]. Most of the UTI therapeutic guidelines

www.jcdr.net

[Table/Fig-9]: Biofilm detection using tube method, observed biofim formation in
tube A, B, C and other two tubes D and E are controls.

(Control tubes consist of only trypticase soya broth without any inoculation and followed by every
remaining steps. We have provided a few representative images as an example for biofim detection
among all the nine test-tubes in which biofilm was detected)

S

. . bp

ﬂ q 302 bp jut
A band

302 bp jutA
and 205 bp
papC band

100 bp
DNA

ladder papChand

[Table/Fig-10]: Multiplex PCR product observed in E. coli isolates.

MW (L1):100 bp DNA ladder plus, iutA gene with 302 bp PCR product is observed in
E. coliisolates (L7), whereas both iutA and papC205 bp PCR products are observed
in E. coli isolate (L3) and only papC PCR product is observed in E.coli isolate (L5).

recommend the use of B-lactams for empirical treatments [20-
22]. However, these antibiotics do not reach enough intracellular
concentrations. So alternative therapy for recurrent UTI would be
necessary.

IIB represents the initial stage of IBC showing small and coccoid
size. While, filamentous bacteria represent the late stage of IBCs
with high attachment to the urothelial cells. Such filamentous
forms are difficult to phagocytise and increase bacterial resistance
against strong urine forces [23,24]. However, detection of II1B/IBC
is crucial in patients who are culture negative but represent clinical
symptoms of UTI to avoid recurrent infection and overdosage of
antibiotics. The culture negative urine samples can be diagnosed
with an alternative, highly sensitive method to detect IIB/IBC. These
observations emphasise the need for more sensitive techniques like
confocal microscopy to detect intracellular bacteria.

There are very few research findings available on use of confocal
microscopy for detection of UPEC as summarised in [Table/Fig-11]
[2,3,7]. These findings demonstrated the use of confocal microscopy
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S. No. Author Study type Study site | Techniques used No. of samples Results
1 Rosen DA et al., Comparative | Washington I;r?g Ec?!]?gégn gos\t,;/t?srg?wr;vgltt)haLsmfnoTc?rlrlgitfd In urine samples with UTI, 18% (14/80) IBC, and
2007 [3] P 9 h Y yme 41% (33/80) filamentous bacteria were found.
microscopy women
. . o )
5 Robino L et al., Observational Uruguay L|ght and confocal 133 children 36.8% (49/133) urine samples, the presence of
2014 [7] microscopy IB was suspected by confocal microscopy.
. On routine microbiological examination 13%
3 ggfg%z\]( etal, Case-control Australian a%:g:gg confocal 88 women (12/88) were bacterial cystitis. On confocal
Py microscopy 50% (10/20) E. coli were detected.
On confocal microscopy examination, 23 (25.0%)
Light and confocal IIB and 11 (12.0%) IBC were detected.
4, Present study, 2025 | Observational India m?crosco 92 women While out of 29 culture negative samples 9 (3.1%)
Py were detected with IIB and IBC by confocal
microscopy.

[Table/Fig-11]: Summary of literature review for studies using confocal microscopy for detection of intracellular bacteria [2,3,7].

REFERENCES

in conjunction with light and electron microscopy. Cheng Y et al.,
reported 13% bacterial cystitis on routine microbiological examination
followed by Wright staining of 20 samples for confocal microscopy
showed presence of 50% E. coli [2]. In present study, 29 (31.5%)
urine samples were culture negative processed for confocal
microscopy showed 3 (10.3%) with IIB E. coli, 4 (13.8%) with IBC
Pseudomonas and 2 (6.9%) with extracellular Pseudomonas. The
other study findings also showed the use of confocal microscopy as
a sensitive method for the detection of IBC and supported the above
findings [3,7].

In present study, the expression of virulence genes like iutA and
papC in UPEC strain was 12 (62.1%), 4 (13.7%), respectively, which
was like the other studies who reported similar frequency of iutA
(62%-64%) and 22% papC [7,25]. As per literature findings iutA
gene was the commonest gene detected in the UPEC isolates
which help bacterial iron intake and survival at limited concentration
of iron in urinary tract [24,26,27]. Also, these genes are associated
with antibiotic resistant stain, resistant to various antibiotics like
amoxicillin-clavulanic acid, ampicillin, and cefotaxime [28-30].

In present study, virulence gene detection and biofim formation
were supported by the detection of IIB/IBC by confocal microscopy.
In Indian scenario, there is a scarcity of literature on use of confocal
microscopy for the detection of 1IB/IBC in UTI. However, confocal
microscopy has the advantage of being highly sensitive and time
saver as compared to routine diagnostic methods of UTI.

Limitation(s)

The IBC may have missed out sometimes because of its transient
nature. It is possible that the sensitivity of our assay might have
been better if every sample was quickly processed without any
delay. Serial specimens were not collected form these women and
so could not optimise collection timepoints when IBCs and filaments
might be most abundant. The low numbers of non-E. coli infections
have made it difficult to assess the ability of other uropathogens
to form filaments and IBCs during human infection. The volume of
urine analysed represents a small proportion of the total sample
which may underestimate the prevalence of IBC pathway. Virulence
genes have not been assessed in isolated Pseudomonas because
of budget restriction.

CONCLUSION(S)

The diagnosis of IIB/IBC is crucial in suspected UTI where routine
urine culture methods fail to detect the bacteria. Present study
findings suggested that detection of intracellular bacteria using
confocal microscopy along with virulence gene assessment played
a significant role in understanding the pathophysiology of UTls.
Hence, the use of confocal microscopy with diagnostic approach
may serve as a better option for identification and management
of IIB/IBC in patients with recurrent UTI or clinical symptoms with
negative culture findings.

Journal of Clinical and Diagnostic Research. 2025 Feb, Vol-19(2): DC01-DC06

1

[2]

[3]

[41

[s]

[6]

[71

(8l

[]

[10]

[11]

M2]

n3]

[14]

[18]

[16]

N7

e8]

[19]

Ognenovska S, Chen Z, Mukerjee C, Moore KH, Mansfield KJ. Bacterial colonization
of bladder urothelial cells in women with refractory Detrusor Overactivity: The effects
of antibiotic therapy. Pathog Dis [Internet]. 2021;79(6):ftab031. Available from:
https://dx.doi.org/10.1093/femspd/ftab031.

Cheng Y, Chen Z, Gawthorne JA, Mukerjee C, Varettas K, Mansfield KJ, et al.
Detection of intracellular bacteria in exfoliated urothelial cells from women with
urge incontinence. Pathog Dis [Internet]. 2016;74(7):ftw067. Available from:
https://dx.doi.org/10.1093/femspd/ftw067.

Rosen DA, Hooton TM, Stamm WE, Humphrey PA, Hultgren SJ. Detection of
intracellular bacterial communities in human urinary tract infection. PLoS Med [Internet].
2007;4(12):€329. Available from: https://dx.doi.org/10.1371/journal.omed.0040329.
Conover MS, Hadijifrangiskou M, Palermo JJ, Hibbing ME, Dodson KW,
Hultgren SJ. Metabolic requirements of Escherichia coli in intracellular bacterial
communities during urinary tract infection pathogenesis. MBio [Internet].
2016;7(2):e00104-16. Available from: https://dx.doi.org/10.1128/mbio.00104-16.
Ejrnaes K. Bacterial characteristics of importance for recurrent urinary tract
infections caused by Escherichia coli. Dan Med Bull. 2011;58(4):B4187.

Elliott AD. Confocal microscopy: Principles and modern practices. Current
Protocols in Cytometry. 2020;92:e68. Doi: 10.1002/cpcy.68.

Robino L, Scavone P, Araujo L, Algorta G, Zunino P, Pirez MC, et al. Intracellular
bacteria in the pathogenesis of Escherichia coli urinary tract infection in children.
Clin Infect Dis [Internet]. 2014;59(11):e158-64. Available from: https://dx.doi.
org/10.1093/cid/ciu634.

Falk KN, Satola SW, Chassagne F, Northington GM, Quave CL. Biofim production
by uropathogens in postmenopausal women with recurrent and isolated urinary
tract infection. Female Pelvic Med Reconstr Surg [Internet]. 2022;28(4):e127-32.
Available from: https://dx.doi.org/10.1097/spv.0000000000001124.

Bradley MS, Cabrera C, Clark SG, Sassani J, Venuti K, Ackenbom MF. Sporadic
compared to recurrent urinary tract infections: Considerations for urogynecologic
patients. Neurourol Urodyn [Internet]. 2020;39(8):2186-91. Available from:
https://dx.doi.org/10.1002/nau.24471.

Hooton TM. Recurrent urinary tract infection in women. Int J Antimicrob Agents
[Internet]. 2001;17(4):259-68. Available from: https://dx.doi.org/10.1016/s0924-
8579(00)00350-2.

Wagenlehner FM, Vahlensieck W, Bauer HW, Weidner W, Piechota HJ, Naber KG.
Prevention of recurrent urinary tract infections. Minerva Urol Nefrol. 2013;65:09-20.
Opal SM. Communal living by bacteria and the pathogenesis of urinary tract
infections. PLoS Med [Internet]. 2007;4(12):e349. Available from: https://dx.doi.
org/10.1371/journal.pmed.0040349.

Garofalo CK, Hooton TM, Martin SM, Stamm WE, Palermo JJ, Gordon JI, et
al. Escherichia coliffom urine of female patients with urinary tract infections is
competent for intracellular bacterial community formation. Infect Immun [Internet].
2007;75(1):52-60. Available from: https://dx.doi.org/10.1128/iai.01123-06.
Harika K, Shenoy VP, Narasimhaswamy N, Chawla K. Detection of biofilm
production and its impact on antibiotic resistance profile of bacterial isolates
from chronic wound infections. J Glob Infect Dis. 2020;12(3):129-34. Published
2020 Aug 29. Doi: 10.4103/jgid.jgid_150_19.

Extraction of DNA using DNAzol reagent - UK. [Internet] [cited 2024 Nov 13];
Available from: https://www.thermofisher.com/in/en/home/references/protocols/
nucleic-acid-purification-and-analysis/dna-extraction-protocols/extraction-of-
dna-using-reagent.html.

Mohapatra S, Panigrahy R, Tak V, Shwetha JV, Sneha KC, Chaudhuri S,
et al. Prevalence and resistance pattern of uropathogens from community
settings of different regions: An experience from India. Access Microbiol.
2022;4(2):000321. Published 2022 Feb 9. Doi: 10.1099/acmi.0.000321.

Marrs CF, Zhang L, Foxman B. Escherichia coli mediated urinary tract infections:
Avre there distinct uropathogenic E.coli (UPEC) pathotypes? FEMS Microbiol Lett
[Internet]. 2005;252(2):183-90. Available from: https://dx.doi.org/10.1016/j.
femsle.2005.08.028.

Agarwal J, Srivastava S, Singh M. Pathogenomics of uropathogenic Escherichia
coli. Indian J Med Microbiol [Internet]. 2012;30(2):141-49. Available from: https://
dx.doi.org/10.4103/0255-0857.96657.

Bos J, Zhang Q, Vyawahare S, Rogers E, Rosenberg SM, Austin RH. Emergence
of antibiotic resistance from multinucleated bacterial filaments. Proc Natl Acad Sci
USA [Internet]. 2015;112(1):178-83. Available from: https://dx.doi.org/10.1073/
pnas.1420702111.



Bhagyashri Patil-Takbhate et al., Confocal Microscopy for Intracellular Bacteria

[20] Buijs J, Dofferhoff AM, Mouton J, Wagenvoort J, Van Der Meer J. Concentration-
dependency of B-lactam-induced filament formation in Gram-negative bacteria.
Clin Microbiol Infect. 2008;14(4):344-49.

[21] Rezatofighi SE, Mirzarazi M, Salehi M. Virulence genes and phylogenetic groups
of uropathogenic Escherichia coli isolates from patients with urinary tract infection
and uninfected control subjects: A case-control study. BMC Infect Dis [Internet].
2021;21(1):361. Available from: https://dx.doi.org/10.1186/s12879-021-06036-4.
Khan F, Jeong GJ, Tabassum N, Mishra A, Kim YM. Filamentous morphology of
bacterial pathogens: Regulatory factors and control strategies. Appl Microbiol
Biotechnol [Internet]. 2022;106(18):5835-62. Available from: https://dx.doi.
0rg/10.1007/s00253-022-12128-1.

Munkhdelger Y, Gunregjav N, Dorjpurev A, Juniichiro N, Sarantuya J. Detection of
virulence genes, phylogenetic group and antibiotic resistance of uropathogenic
Escherichia coli in Mongolia. J Infect Dev Ctries [Internet]. 2017;11(01):51-57.
Available from: https://dx.doi.org/10.3855/jidc.79083.

Yamamoto S, Terai A, Yuri K, Kurazono H, Takeda Y, Yoshida O. Detection of
urovirulence factors in Escherichia coli by multiplex polymerase chain reaction.
FEMS Immunol Med Microbiol [Internet]. 1995;12(2):85-90. Available from:
https://dx.doi.org/10.1016/0928-8244(95)00053-a.

Johnson TJ, Wannemuehler Y, Doetkott C, Johnson SJ, Rosenberger SC,
Nolan LK. Identification of minimal predictors of avian pathogenic Escherichia
coli virulence for use as a rapid diagnostic tool. J Clin Microbiol [Internet].
2008;46(12):3987-96. Available from: https://dx.doi.org/10.1128/jcm.00816-08.

[22]

[23]

[24]

[25]

[26]

[27]

[28]

[29]

[30]

www.jcdr.net

Johnson JR, Stell AL. Extended virulence genotypes of Escherichia coli strains
from patients with urosepsis in relation to phylogeny and host compromise.
J Infect Dis [Internet]. 2000;181(1):261-72. Available from: https://dx.doi.
org/10.1086/315217.

Fonseca-Martinez SA, Martinez-Vega RA, Farfan-Garcia AE, Gonzalez Rugeles
Cl, Criado-Guerrero LY. Association between uropathogenic Escherichia
coli virulence genes and severity of infection and resistance to antibiotics.
Infect Drug Resist [Internet]. 2023;16:3707-18. Available from: https://dx.doi.
org/10.2147/IDR.S391378.

Andersen TE, Khandige S, Madelung M, Brewer J, Kolmos HJ, Meller-Jensen J.
Escherichia coli uropathogenesis in vitro: Invasion, cellular escape, and secondary
infection analyzed in a human bladder cell infection model. Infect Immun [Internet].
2012;80(5):1858-67. Available from: https://dx.doi.org/10.1128/IAI.06075-11.
Ciofu O, Moser C, Jensen PJ, Hoiby N. Tolerance and resistance of microbial
biofilms. Nat Rev Microbiol [Internet]. 2022;20(10):621-35. Available from:
https://dx.doi.org/10.1038/s41579-022-00682-4.

Flores C, Ling J, Loh A, Maset RG, Aw A, White IJ, et al. A human urothelial
microtissue model reveals shared colonization and survival strategies between
uropathogens and commensals. Sci Adv [Internet]. 2023;9(45):eadi9834.
Available from: https://dx.doi.org/10.1126/sciadv.adi9834.

PARTICULARS OF CONTRIBUTORS:

1. Research Fellow, Department of Central Research Facility, Dr. D. Y. Patil Medical College, Hospital and Research Centre, Dr. D. Y. Patil Vidyapeeth (Deemed to be University),

Pimpri, Pune, Maharashtra, India.

2. Medical Writer, Department of Central Research Facility, Dr. D. Y. Patil Medical College, Hospital and Research Centre, Dr. D. Y. Patil Vidyapeeth (Deemed to be University),

Pimpri, Pune, Maharashtra, India.

3. Director Medical Research, Department of Central Research Facility, Dr. D. Y. Patil Medical College, Hospital and Research Centre, Dr. D. VY. Patil Vidyapeeth (Deemed

to be University), Pimpri, Pune, Maharashtra, India.

4. Professor and Head, Department of Microbiology, Dr. D. Y. Patil Medical College, Hospital and Research Centre, Dr. D. Y. Patil Vidyapeeth (Deemed to be University),

Pimpri, Pune, Maharashtra, India.

5. Associate Professor and Hospital Infection Control Officer, Department of Microbiology, Dr. D. Y. Patil Medical College, Hospital and Research Centre, Dr. D. Y. Patil Vidyapeeth

(Deemed to be University), Pimpri, Pune, Maharashtra, India.

NAME, ADDRESS, E-MAIL ID OF THE CORRESPONDING AUTHOR:

Dr. Shahzad Mirza,

Associate Professor and Hospital Infection Control Officer, Department of Microbiology,
Dr. D. Y. Patil Medical College, Hospital and Research Centre, Dr. D. Y. Patil Vidyapeeth
(Deemed to be University), Pimpri, Pune-411018, Maharashtra, India.

E-mail: shahzad.mirza@dpu.edu.in

AUTHOR DECLARATION:

e Financial or Other Competing Interests:
e Was Ethics Committee Approval obtained for this study? Yes

e Was informed consent obtained from the subjects involved in the study? Yes
L]

None

For any images presented appropriate consent has been obtained from the subjects.

PLAGIARISM CHECKING METHODS: WanHetal]

ETYMOLOGY: Author Origin

e Plagiarism X-checker: Jun 15, 2024

* Manual Googling: Nov 14, 2024

EMENDATIONS: 8

e Thenticate Software: Nov 16, 2024 (10%)

Yes

Date of Submission: Jun 14, 2024
Date of Peer Review: Aug 28, 2024
Date of Acceptance: Nov 18, 2024

Date of Publishing: Feb 01, 2025

Journal of Clinical and Diagnostic Research. 2025 Feb, Vol-19(2): DC01-DC06


http://europeanscienceediting.org.uk/wp-content/uploads/2016/11/ESENov16_origart.pdf

